Clinical Biostatistics Co

FE

PRRERTFES APV

2019

e 2B GG T AL 2 =T Y A~ — IR R BRI B 1T D st IO ERE
fifi (Evaluation of statistical methods for the delayed-start design in clinical trials for

Alzheimer’s disease)

2019

T2 MEBRRRABRIC I B — A4 ) — AT — 1B R T~ — 0 — D 7
fili— (Case-only approach in randomized clinical Trials—Evaluation of power to detect a

treatment effect predictive marker—)

2019

PRI W TEANI AN T — 2 2RI T DR RR T A D% (A new

clinical trial design using historical data at an interim analysis)

2019

VA B LT X MMEERIRER O Y2 7L B A XX FF (Sample size

calculations considering competing risks for randomized clinical trials)

2019

* Evaluation of predictive ability of longitudinal measurements in joint models using Japan

Diabetes Complications Study

2019

HRIRFRER I 27 7 M DB G 2 2 26D A7 A 3 AR DL B 32 R AL B
= — (A systematic review of the usefulness and application of outcome adaptive

randomization in clinical trials)

2019

w7 — Z 2R U 7o 2B A7 I TR AT U2 38 1 2 [ B £ 7 0 o PR e RE il

(Performance evaluation of joint models for longitudinal and survival data)

2019

RAET WA G 1% F T2 B R B BRSSO — AL T BB PR D 1 5 (Investigating

generalizability of clinical trial results via cross design synthesis)

2019

PR R T B 92 I N A 2 4 12 9 2 80 BT T 125 (LESSe) D ME RE A (Evaluation of
statistical methods (LEfSe) to identify disease-related bacteria)

2019

BRI 7R B TR L O A HEE I BT HE T VR FE AR O Hefe—A T BT A B 25 v
7784t 5E — (Comparison of model selection measures in estimating optimal dynamic

treatment regimes—Reinforcement learning using action-value functions—)

2019

BRI 7R B TR L O A HEE I BT HE T VR FE AR O Hefe—A T BT A B 25 v
7784t 58 — (Comparison of model selection measures in estimating optimal dynamic

treatment regimes—Reinforcement learning using action-value functions—)
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FE

PRRERTFES APV

2020

FEA 2 HE B DS R  SR T 5 2. 2 52 B O i (Investigation of the effect of inter-

rater reliability on analysis results)

2020

PR IE I TE 7 — 2 2 F) ) U 7 AR A7 Ry R AT 1 36 10 2 250 M1E 5 B oD IR B 9 2 e
(Examination of convergence in numerical calculations in joint models for longitudinal and

time-to-event data)

2020

AAFREE T SO DB T DG RN R T~ — I — O ERMEOHE E (Optimal cut-

point selection in a predictive biomarker for time-to-event outcome)

2020

il BRAS AR O 7255 W2 (REE =V R A O FFAM (Evaluation of surrogate

endpoints based on difference in restricted mean survival times)

2020

2 BERA T NG MUIZIESBRIBE A RIZEIT S exact MR-Egger 1ED#ESE
(Exact MR-Egger method: extending the MR-Egger method in genetic epidemiology based

on 2-sample Mendelian randomization)

2020

EAFRER T — 2B T D B IAAFEIG O /3T AN v 770 HEE J7 15 D FiEt (Comparison

of parametric mixture models for estimating the proportion of long-term survivors)

2020

Japan Diabetes Complications Study D7 —# 2 L7z 2 RUFEFRIP B O T TR
B2 R A7 ME ROC Hh#R D HE & (Estimation of time-dependent ROC curve for
prognostic of type 2 diabetes using Japan Diabetes Complications Study)

2020

S IMEERERABRD Yo 7 A A K R N A A R D AN G2 58—
BEFEIF I IS D <ITTEDOBUE I FS— (The impact of effect size estimation on sample
size and power in randomized clinical trials—Numerical assessment of a method using

historical information—)

2020

— AL T F LT F L AR FIW T BB MEA B JE LT IR R 40 IR D HEE (Estimating

treatment effects using generalized random forests when heterogeneity of effects exists)
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2021

J—ARAR—F AT VTR 2o« JTAZ—F K MU EGRBRIZ BT 5234
- 77 AL —H DT (Number of participants and clusters in closed cohort, stepped

wedge cluster randomized controlled trials)

2021

i [7) A= 7 % H\ = Overlap Weighting 12512 15 K S50 SRAHE T8 123 U CRh SR PRI O (& fiff
D3 5-2 DO P (Evaluating the influence of effect measure modification on causal

effect estimation by the overlap weighting method using propensity score)

2021

Long-term HbA lc¢ variability and the development of diabetic retinopathy among people
with type 2 diabetes in Japan Diabetes Complications Study

2021

B EEZ 772 RE LT 5720 Bayes it saSMART 7 YA AN BT 5 H /434
DO FT (Effects of prior distributions on the Bayesian snSMART design to compare

dose levels with placebo)

2021

PRERER R I W THBIL AN T — 2 2 _A XFRITH A T D E T L DO
71 (Bayesian statistical model that incorporates similar external data at exploratory clinical

trials)

2021

SH TG0 )V ARRGIE D/ T Xy 7 D3 FE i O BRRFABR O ) & B — TR RA
e ~5-2 DB T DRE—CANNA-TICS FRBRIZH S 2l —va B ge—
(The impact of COVID-19 pandemic on the power and type-I-error of ongoing clinical
trials—A simulation study)

2021

Y =R SR AT — R PED T TOIELHMERBR DY o T NA A XRGFHER
i PR 3Bk ~ D1 H (Sample sizes in non-inferiority trials under proportional and non-

proportional hazards: Applications to cancer clinical trials)

2021

AR — IR B D~ AT LA FRENT 2488 UT- 26 B LL i i O MEREREA (Evaluation of

multiple comparison tests for differentially expressed genes in heterogeneous diseases)

2021

SAMIT FER DR R T M~ — I —RRITH T HIEAML e 2T v 7 [BlF O 5
(Application of regularized logistic regression to the search for predictive markers of effect

in the SAMIT Trial)

2021

Evaluation of covariate balancing propensity score and generalized boosted method for

multilevel treatments under lack of overlap: a simulation study
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2022

IR ABRIAR BRI H6 1T 2 R I AE A7 B G OHEE (240 LR R BRI M O R E I O MR
(Determine the follow-up time required for the estimation of the cure rate in cancer clinical

trials)

2022

FIp AN NAEIAZT TV BT DBEEANA X ET NV KR OT —FFH i AniEz
WA T ZMETE J7 15 O EL & (Comparison of bias correction methods for the meta-

analysis with rare events using hierarchical Bayesian models and data prior method)

2022

[EERIERIRABRIC W T— B RE M2 E B L2 A AR NER ORI ROHEE LIS
B9 25157 (A study on estimation methods for treatment effect in a Japanese population

considering consistency and heterogeneity in multi-regional clinical trials)

2022

RAAME 2 & Te 3628 Bl LA F M TN 381 5 1E Al 817 @ bk % (Comparison of
methods for regularization in construction of prediction models for toxicity under missing

covariates)

2022

HZE R GV MEI AT T VEIZ BT 2 RIA FEE OPERERA > 2L — 2 a T DM
71 (Performance evaluation of the missing data handling by the covariate balancing

propensity score : Simulation study)

2023

FRRFI IR IC BT AR RV AT LLDET V7 L4 7E (On modeling and estimation of

causal risk ratios of sequential treatments)

2023

K S 3BTz B W TR R A M N3 572D DY 7 YA X535 (Sample size

calculations for causal mediation analysis to detect indirect effects)

2023

BARFORBELREEMXITH L DT T MRERERE OBRHOBEET V(A

detection method for aberrant signaling pathways based on a mathematical model)
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2024

AR E DN =N A B DB OV TORERTIZ BN TL T AN DR
ENAREIR FIEORG -V Ia b — 3 9 - (Sensitivity analysis for unmeasured
confounding in hazard ratio estimation: Proposing method without the rare event

assumption-simulation study-)

2024

TAZEDT A MELBEERICBIT DU A A B RT T /WS TGRADROHEE
a2l — v ar |l AHRRET- (Estimation of treatment effects based on a mixed-effects
model with random intercepts model in randomized controlled trials in patients with

delirium-A simulation study-)

2024

7T b 7 — LB BT DA W RERFE IR A b — v 7 — S 2RI LT TR )
ML DS (Proposal for a method of evaluating treatment effects using permissible

non-concurrent control data in platform trials)

2024

N2y NRBRIZET D 2 BERIELER T A2 L2 DOfifHT 71k (A two-arm comparison

design in basket trials and its analytical approach)

2024

R R R DR AT TN IESSEAT O 3 FHEOVEREII — KRBT
— &% H W72 fi 5F (Comparing the performance of three propensity score weighting

methods for continuous exposure using data from a study in nutritional epidemiology)




